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ctDNA positivity is a clinical prognostic marker in patients with EGFR ex20ins+ NSCLC
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« Patients who had an increase in EGFR ex20ins VAF by C3D1 had a higher risk of disease progression than those who

m What is the impact of EGFR ex20ins ctDNA status on PFS in patients with EGFR had a decrease in EGFR ex20ins VAF (Figure 4)

ex20ins+ NSCLC treated with mobocertinib after prior platinum chemotherapy? — Patients with an increase in EGFR ex20ins ctDNA by C3D1 had a shorter mean PFS than those who remained
negative for EGFR ex20ins ctDNA from baseline to C3D1 (4.53 vs 21.06 months; HR=10.46; 95% CI [2.60—42.05];
log-rank P=0.0009)

Figure 2: Analysis of ctDNA by next-generation sequencin
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« Exon 20 insertion (ex20ins) mutations in the epidermal growth factor receptor (EGFR) gene occur in o asrrzz:%)ectlon
approximately 1%—-3% of all patients with non—small cell lung cancer (NSCLC)’

* Mobocertinib is a potent, irreversible, oral EGFR tyrosine kinase inhibitor that selectively targets EGFR ex20ins
mutations#® (Figure 1)

« ctDNA was analyzed using the FoundationOne Liquid CDx assay

_ o _ _ e Plasma collection = C3D1 * Posttreatment plasma samples were obtained at C3D1 of mobocertinib treatment _ _ — Patients with an increase in EGFR ex20ins VAF by C3D1 had a shorter mean PFS than those with a decrease in
Figure 1: Mobocertinib mechanism of action (n=60) - ctDNA was analyzed using the lllumina TruSight Oncology 500 ctDNA assay Investigation 0 é EGFR ex20ins ctDNA VAF (3.65 vs 7.29 months; HR= 3.69 [95% ClI: 1.03-13.27]; log-rank P=0.045)
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« ctDNA was assessed in plasma samples from patients with EGFR ex20ins+ locally advanced or metastatic < T ot detected 93 17 19 . . . . . 1 1 1 an increase in EGFR ex20ins ctDNA * Further evaluation of EGFR ex20ins ctDNA status as a prognostic biomarker in patients with EGFR ex20ins+

NSCLC treated with prior platinum-based chemotherapy who received once-daily oral mobocertinib (160 mg) S s Setected 54 36 20 15 10 8 . . , 1 ] NSCLC is warranted

in a phase 1/2 trial (NCT02716116; data cutoff: November 1, 2021; Figure 2) ®
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